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(2) 



1 

ti>mm\ii:Btmmmm^. ±ssm^(D7s. 
t% 1 'o(Dm{iimf\:^A^^—!tiz-D\i\x-^ti^ti 

wto^msmtLxm^^?>zti:smt-t^m&n(D 
mmz} ±si7s.jw^m>m^itamm'f-x 

<^IS^v N*^v < i: % 1 'DCM.&^^^sm.&mz 

miu ±^ms{Lifmm&'K<07^jf^m>m- 
oy}m\zM'5\^x±mm[.n^<D7s. jmm>m=?- 
mmm^aytrnx-^m^titz smi&n<Dmmt 

±MB&m&mz-^tiix?>mcm<D7s. jmmmit 
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10 



20 



30 



t% 1 'Dcm{m.i^}^=7:i^-9\z^^>^x^n^ti 

±^lmm^mzi:r>x^m•^i^tdmm.<m■k 
m^\^x±m^mmm.-km't^m<j^t\m 

±ssm2<jim.^m.jii^xm-^^tz±simm&(D 

mt bxm^?>ztt:mtt?>m&mimmik(D 

m-mz] ±m7^jw^m^\ta^m^^x 

mt. mmt. a7^jmpm 

[000 1] 

^x^' y n i^-mmzm?>s.BM(Dmmt<DT^m 

[0 0 0 2] 

* 1 itzmt 2 0 m^ff)7^ J m^^zf^ bT, m 
u y- oi^^\zm'7bmmm(D7^ jm^^ 

5 jm^-:f^ m^LxmB'K^m:t!s>mL^<mz 
7^j^mmhjx\<^!b, 

[0003] 

[Si] 



75 7^^?* 
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[0 0 0 4] -jKtC, SeSOTT^ySS^J^rSti^tS 

*fLT-fOSr4J$|g (x, y, z) A^*fte>inTV^-S„ 
OT, :iO^I^M^®gae©7^-^/<-;^$:PDB 
(Protein Data Bank) t^"-^, fi!oT, 'tl?>®lift 

[0 0 0 5] -:«r, ii£^ ±iBX«D5?*flCj:oT^3 
[0 0 0 6] ±ia3ix=En>:;-^xU>^^C!>^^-Mi: 

^•t^tzmz. ±B3^k5xMn(Dtmti^tc\^^Amiiz 

[0 0 0 7] irVv^> (G.M.Crippen) t^- 
K)], a.Havel) ItCaMmommms^^^ hVy 

mm^m, zmMwmm<zLtiz^i}. 

V m'±fi 3 O® & C a M-?© 3 ?Jc?a^^S* 

VNfcl^J^gEltCD^^ (distance geometr 
y) 1,Z^?>tm^^bX^^?>. bA^L/?5:*^e), 



[0 0 0 8] z<D^<s,i:mt?>r:^mz, mmB^ 
mmmmt^m/:^. m^m, mm (Hiroshi 

Wako) i:/ND;i/K • x>r • i/x^;)!/ (Harold A.Scherag 

"Distance-Conatraint Approach to Protein Folding. 
20 I. StatisticalAnalysis of Protein Conformations i 
n Terms of Distances Between Residues" , Journal o 
f Protein Chemistry, Vol.1, No. l,pp5-45, 1982 

[0 0 0 9] Li}^Lfjtm, miizi3\sxm^nrz 
MR srMv ^tzM^iz^ ^xmtircmfm&n<Dmm 

[0 0 10] z(Dmm,^^mt?>rzMz. 

J*> i^S¥5-2 5 2 8 9 S-^tCSv^T, geM®5i#: 

saiKtcii^u ±iai^tfe#R^a®®7^>'ss^ 
^B^mmizm^^^xiMumamr^ jm. 

mtrnx'^^x, immBntmnmB^t 
(D^(D7s, Jwm^\^imt^z.t\z^'2xmni'AmL 
m^^7W}&,L. ±m^)\i!,htzm.(Dm^7 

^£^^tm<Dmma)wmmn-mLx±mtimB 
mmt^^ 1 mmmzm. ms® isi® a 

2(Dwmm^m.L. ±mm.^mzmh:s\s\z 
^m^t!iWA^^^M(Dm^izm!t,±^smim 

^W^t'i:tazMlZ<t^±Sim2aimi^t(m.(Dzi 

m<Dm^m-^\ztsii>^ ^ \zimt m-o t±ib mm& 
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[00 11] 

mmi:> mil mmo^iB^fmMmmo). 

^ (deviation) t±, 7^ yS®B?>K?{>oT-^Tii 
[0 0 12] bA^bft*^e>, fi!*<Z)S^T'H ^W&Oy 

[0 0 131 z:©m;^,S:fi?aiit-5fc«){cii. 

^COV^T^±, *^^#T'feSSffliSc (Yasushi Kubota) 

"Correspondence of Homologies in Amino Acid Seque 
nee and Tertiary Structure of Protein Molecules" 

, Biochimica et Biophysica Acta,Vol.701,pp242-252 
(1982) (iUT, iSR2fc^^e), ) 

[0 0 14] bti'bm^io. ^C^K2^Cj3V^■rBBg^3^lfe 

[0 0 15] 2(ci§^<Ds««*>*^sKja^&s?^u m 
&7 § >' irfa^ijicmoT^flijicjis bxmnt^ ' i: 

[0 0 16] 

[^$:)3¥Sit'5 rz^(D^m *^HIiC^-5ffi^« 1 IB 



ommoy^mmmmx&ox. mnffmB 
mz^tt\,^mi^(D7^ moxmitm^-^^:^- 

^twmsi.omi:. ±^smmm.<^7s.mo>^it 

tmhrcimmn(mi:mibxtm-^tir=.mmL(^ 

mtLxm^?>:it%:mitt?>, tk. n^2WM 
<mBn(Dmmf^mmmm\t. m^m 
mmBn<^mmt<M^mmm-^i^^^^x. ± 

m)=?m^m^-mizt5\>^x. iM^^mit^^^ 
mmt. mmn. ^-ymmt. a 

•t-5. 

[0 0 17] *^^tC^S»:^4|^(DSe3tG)i£<t: 

im.o>fm^Mmmi> 7s,/w^(Dm^mmim 
se^icj^u ±iE^bfe#M§aK(075>'i8^ 

^®75>'i^®^M'fb#WA73^-^^cSr5v^T, ± 

mm.Bnt±MBm.&^oMm^Ki5\^xm 
j!it?>7^jw^Km^mm^twmm(m 
±mmmo)7^m<Diimitm^^-^^:^-'^ti' 

- icov ^T•^tl.■f tvn^-rsn 1 otfmmt. ± 
la^ 1 (Dm-^mizj:^xtm^nt=.mm.(mi:^ 
mbx±^smm.mmi:mt^f^ 2 ©im^a 
±m20mmiz^^xm-^t\'tz±m 

immW^^i:bXM^^^Zt^:<mtt^. 

mm. 5 i^cDiie3gG)5if*a3g®^ififtisjt^s 

{g^Cj3V^T, J:IB7^>'S8SS®®^tta,^M^T-fe 
&:it^<mtt^, Se>lC, |f:^«6|B«©®eS<D 
3i««5t®^Wi^iiaSH ^*«4Xtt5f^(D 



(5) 

7 

[00 18] 

[0 0 191 10 

(a) PDBfCS-JVN-C, B6<®e^<D75>'Kli^Ji: 
B-t^m^(Om^^^t)^^\ 0!IAtf3O%ai:l?feS# 

(b) ^3ti^-#fl^e^i:S®Se®i:®IS®r5 

(c) ^yffi§tlfe^®J^^TtC«-:JV>T. 

zinzM-^^^x±MBm^Bn<DWsmKm^ so 

s:S^i®ig-?^soffi^t«}cmtsffi*tSBltd i j & 

(e) 0!I;ilj2p^a-h>?£«:MVNT, ±fBB6lJSeg 
5±BfB*}SB8l d ij t±M5mmm< d ij>i;OM®- 

(f) r^jwmi^. misms, m^i^ 

f5i50^5:a^t^eiS«J (alignment) ^Cj3V^T, BKl® 
®aSY(3D^S-^j i:(Z)r^®ffiKHIS[Cp (i) 5:^ 
-^*)1^IWJtS/NOtfiJ±-t"5fe*t-. ^(D?a6lC:g^t 50 
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J:e)lc:±IBfSI9B®ScCp (i) ^cov^TM^M«)>'^•7;^ 
-^P icgst -S^ilrtiKC (i) >&l^tsc:h{c<}: 

[0 0 2 0] t-f, Be5geM®5iMlji(Z)^ilK^5: 
i:tS. tl&oT, g«MM®J^lCj:Um34xSl 

[002 1] 

BKU F = S Swij- (dij— <dij» 2/m 
i<j 

[0 0 2 2] B^Fti, ±f3RUC3^1-<ke)lci<j® 
[0023] 

[|!i[2l F = F (xi, yi, zi, X2, y2. Z2. -. 
XM, VM. zm) 

[0 0 2 4] ±1^1 ^CfeV^T, mttB6<^aet#ro 
Se^i:0[aT'MJ5S;'tSJ^'^TC)^<^)?5CM (M- 

wij=ii:b-tVA-5, 3e>tc dijtti#i®^i:j 
(Dmi- i/x.^iti(D-miZ^^^X\tPDBizM':5\^X^ 

■rs i #B ^ j #B03^^7tcf j»j ^x hnt=mw^ 

mx&^f)\ *IIS6Mlcj3v>Tl*, i:3i<^J:e>lc@6<jg 

^ists i #B i: j #B®j^^7ici!iy ST ^nm 

[0 0 2 5] 7S.jmSl^ii)^^^^t\5i^> ISl^g^ 

I R^^7LXimi:m.^-^xtoym. 

T, ^10|^F*^m/NC^j:SJ:e)tCg§litFS:«@<fc 

u «@^l:s^l.fcgi^aFS:^v^■c^KJSBS0CaM-f 

#S^B3StcoVNT®±IHBKlSB^lc*fi:5tSi 
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IKxi, yi, zi, X2, 72. Z2. •"' '^M. VM. ZM 

[0 0 2 6] fi^ilii • J^x^^i/O^ffiJC^VN 
7^CfJ^JS•r?>^vfc=ifiWKdij>S:rav^fe^, 10 

[0 0 2 7] :^^l!6W^csv^T, fiSosyiSJc®^* I R 

(radius of gyration) Rg (A) k7S^t^k<^3t. 

^^msj^cDSMMOi^ (xi. yi. zi' '^z. y 



2. Z2. XM. yM. ZM) (JS^T, 20 
LTqimi:U ZZX% 1 = 1. 2, 3;m=l. 2, 

[0 0 2 8] 

Bgt3] logRg = 0. 824 + 0. 3 67- log 
M 

BS:4] qlni=2XRgXr and (IR) 
[0 0 2 9] :iz:t% rand ( ) li> SUSSCO^f*?: 

kmz. ±ISimitrand (IR) tcSa^OMlI^ 
SRgS:M'tf-^> it#®]i®i:t5fe*{C*n$:2fg 

[0 0 3 0] S&IC ±i2(^iro*-^-e^tIS^^-B^ 

ii^iica^i-i^:^3-F5:ffivx5 "law -e^s^ 
(I) i:n^i/> (L) i:*^«lU ^;v^t5>m*40 

(Grantham, 1 9 74) 



* (E) trT^n^^y^L (d) iiAWtTVNS^iii'® 

[0 0 3 1] r^y'SfTOi mii. 
tA^a^a^tt. «itcaK-r2o^©r^>'mc@^<^ 

;i/7r'<'Vhl« (A, C, D. E, F, G, H, I. 
K. L, M. N. P, Q, R. S, T, V. W. Y) IC 
imffcbTfeU, ^275S*7(D^n€tiro ( ) m 

(a) fiiaS (polarity) : rKJWmmB'^^ 

(b) Mfct^ (partial specific volume) : ^ffiiS 

(c) (propensipy to form reverse tur 

n) :75>'^^A^a®l^"^^^**^*^^'''' 

(d) ar5>'S®pKlil (pK-N) ty^^'i?®" 

1 o g Ko 

(e) aA;i/:J<:JpJ/;i/^PKlB (PK-C) :T57 

■f^t-tfcffi, tfefct)- 1 o g K. 

(f ) (relative mutability) : 75 



[0 0 3 2] 
[S2] 



8.10,5.50,13.00,12.30,5.20,9.00,10.40.5.20,11.30.4.90. 
5.70,11.60,8.00,10.50,10.50,9.20,8.60,5.90,5.40,6.20 



[0 03 3] 



>8 »5 [^3] 
■(gtt^ (Cohn and Edsall, 19 4 3) 



0.75,0.61,0.60,0.66,0.77,0.64,0.67,0.90,0.82,0.90, 



(7) 



7-206894 



11 



12 



0.75,0.61,0.76,0.67,0.70,0.68.0.70,0.86,0.74,0.71 



[0034] 



^-ymm (Levitt, 1978) 



0.77,0.81,1.41,0.99,0.59,1.64,0.68,0.51,0.96,0.58, 
0.41,1.28,1.91,0.98,0.88,1.32,1.04,0.47,0.76,1.05 



[0035] 



mo^ [^5] 
a7^jm>Pm (Sober, 19 7 0) 



9.69,8.35.9.60,9.67,9.18,9.78.9.17,9.68,9.18,9.60, 
9.21,8.80,10.64,9.13,8.99,9.21,9.10,9.62,9.44,9.11 



[003 6] 



★ ★ [^6] 

a 3(j;!/5j?=^ri/;i/S«)P Kit (Sober, 19 7 0) 

2.31,1.92,1.88,2.10.2.16.2.35.1.82.2.36,2.16.2.36, 
2.28,2.02,1.95,2.17,1.82,2.19,2.09,2.32,2.43,2.20 



[0037] 



^m^M (Dayhoff, 19 7 8) 



^ ^ 1*7] 



1. 00, 0. 20. 1. 06. 1. 02, 0. 41. 0. 49. 0. 6 6, 

0. 9 6. 0. 5 6. 0. 4 0, 

0. 94, 1. 34. 0. 56, 0. 93, 0. 6 5. 1. 2 0, 0. 9 7, 

0. 74. 0. 18, 0. 4 1 

[0 0 3 8] *3-e, um&nyitm^BnYt(D so^mcp u) m<Dmx'itmiri>. 

mr ^ ^ S®^mf5B8e&S:^t#@@i^K^V>T, [0039] 



Y, (Xp(i+i) -<Cp>) (yp(j+l)-<V^ 

l--k ^ 



[0040] xp (m) fej:t;yp (n) »^ 40 ^T'Jja?J5S:«V^TffigBKECp (OjO^^^* 

[0 0 4 1] Be^Se®Xi:#fi^e^Y?:fe5lo© 1i*^f1^S4x^. „„^v^,- 
^^fti^4^-^T'IS^'KbU K=5c.#^t±l 1 (b) i = 2c^ii. @5C.3 O^.k, S^MS 



13 

m^m^n^. (c) itf^^<D^ 0m 
^\t^<mK. Be<®BKx®j^#^i-5, i 
- 1 , i izMbx^ti^tu mmB^Yo^^m"^ j 
-5, j-i. j06mt0mmmcp n) 

[0 0 4 2] 3e,{C, *|§^T'li, $llt^$:|g?*bS/N 
(i) tcotr^T, MS[M©i^ft^WA-7;i-^ptcg| 10 

■t^mm (sikr. mm.(m^imii^^'>. ) <c 
(i) >m<Dmr'^t>to 

[0043] 
0K6] 

[0 0 4 4] tj^oT, 2(£i6^T-i*, immmmhs. 

[0 0 4 5] Eieji, BWsaMT'&sx^x^— 

{H (OT. #tC'(^i;V>e). ) liiSr?^(0lS[7?:«VNT 
[0 0 4 6] 

GK7] { (X1-X2) 2+ (yi-y2) 2+ 

(Z1-Z2) 2} 

[0 0 4 7] ZIZIT', (xi, yi, zi) 
®3r^7Cl^S"C'&»J, (X2, y2, Z2) }i#fi^aa 
®3?JC^cl^T'feSo gI7A^e,^e)*^J5:J:■^)^C, ^11^ 40 

[0 0 4 8] 081*, |K6S:ffl^^TtmbfeW^® 

¥i^<c (i) >-k^m\zni^xzfuvhLt.h 

®T'S5, 07i;iti(l-5z:i:icj:y, iKjgaiST'fe 
SX77.^f-if i:#R^a^'&S:5p^ h U ye/7 --tf 

liiC^>fiAVJ^$v^A^, ffll^'[4A^t\ t«;fc-fe<S 
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<, t«:t)*)<gMlii®ffi;«)^:^tv^3i:A^iSi^)e)4^5. 

[0 0 4 9] mL(omm\zn\^Xs tLwrnoimm^ 

[0 0 5 0] JJB®i6<|®a®T'$)Sx5 

mcom 1 ii iifflBSB^sccDWfiKc ( i ) >tm^ 

(a) Se5®eg/\^yabf> • rjiyrm (hemoglob 
in a -chain) iimm&^^=^ifU\^y ■ ^-^m 

(hemoglobin jS —chain) „ 

(b) H6^eg/';b7r • U:^-r'r«)'i' • ^n^^T- 
■if (a -lytic protease) i:#fi^Bg::^nx7— If A 

(protease A) » 

(c) a&5Sa^x> Kf"r^yS/> (endothlapepsl 
n) t^f^'&^^—i/U^'^i/y (penicillopepsl 
n) , 

[0 0 5 1] mi tim^bX. *lllfeM©B6<lS 

fCOVNTIiMatSo 01tC5t1-<fc-5{C, 02^0^3® 

y>fn.-vV (;^^T^ MPUiiv\-5. ) lOlcii, )^7. 

^i^\^x^xy(jmmmt-^i\.^. 

(a) ROMl 1 '.mi'BiXm^<J^-:fXX>f'ylxf-9i'Bl. 

xsmc^xi ffyu^mit^tzMzmr^^-^ 

(b) RAMI 2 :02^t?J®3®«M?:l^rr5fetf) 

(c) dp-;J?_Ki3 :02^tDq§I3®«lS$:|ltf-rS 

(d) CRTf^'fXyW14 :02^tt®3O«!!g|(D 

(e) :7'U>^5? 1 5 : 02S.tmi3®ji!ia®H^m5: 

(f) ftm^7T'f;i/2 0 :m«A-KT^-f^^A^ 



(9) 
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(g) 5e®-r-^'<-:^ (PDB) 77>r ;V2 1 

t^7 J^^^^^iZMbXiO^mMW^ (x, 
y, z) «::^«?)feig*S:^tfx-^f^-:^77^;UT** 

[0 0 5 21 02{i, ^iffliser-nfi^stissa^® 10 
^2 4 {cov>Tt±. ^«il^ilimrolP^±. I^^ajcos 

[0 0 5 3] 02{CfcV^T, ST, Xx^y T^S 1 ^C^3V^ 
T, ^-3j<-F13feMv^t, Sg^^:^»!Ib^-V^B6<Jg 20 

«)Sfi^S:a^11SiHSC!)m^V%*m«3 0%JSU:T'fe 
e^T®^WS4x5. 30 

(a) *8 : smLQummm^m 

(b) S97!^i 1 : iMsmi^ntc^^mBm 

(b-1) 

( b - 2 ) mmntm^&ntm(^mtm 



(b-3) ^il3^i(©S^v^ (%) 

(b-4) mmBntmmBniim<D7s.jwm 
J^S#■^^!)lo^^c**V^Stl■cv^s, tfc, Be?;sa 

[0 0 5 4] 3CDMm Z-D<mmi.B'M.^th 
T> [1] df^FU^J/.'-y>Ai:, [2] hU^i/ 
)->fyt. [3] hu:;^i/ A 



[0 0 5 5] Xx'V:^S4{CfeVNT, ^$^1 

(x7:j^^— e) t.m(D7^mW\^im\^X, * 
IISSMT'ti, 5Mja:(D#AX»^5^ (-) ®S8v^*f 
jStSffill«:J^^7$:^»JfiiL-C, ;?.x'yyS5lcfc 

(a) B6<®e®®J^§-tl-2 3A^B^ag®5S 
^■tl6-3 8tC*illU iJtT. J§S^7RPli:'t 

(b) B6?Me®<?5JSS##2 8-5 3*^R^e®<7) 
j^-^4 0-6 5tC^BBU OT, ^^7RP2i: 

[0 0 5 6] OT, H^l^ J^a^7RP37MRP8 
tT'#fet5, ine)^CBt5J^^7RP175MRP 
8S:04{Cg^to 2fi:^S6WT'idu E4{Ca^-rJ:e)fC, 

wm&k. •eix-fnMfB-rsBe^es<^)^#-^i 

i5i:(DlSCD*i^««fiSilt<dij>lC|8gLT, BWSe^O 

EI305^5raJt«tm:^!MS:^bT, B61®a^®Ca 
M^iffiiC5:tmbT, Sm^mS:CRT^-r7.>^W 
1 4 1 i:=fo{C, >^'J >^ 1 5 &«V^TPP^t 

So 

[0 0 5 7] ?>cv>-e> >^-r^y::^S7lcev^T, ±IB2 0 
liS(3D7 5 J iJ{C®^®t®ffc^6^>'^9 - ^» P ©ffiic 
SriV^T, feSloO!^{b^©A"^;i-iJtpfCoV>T 
l!t5 5:ffl^^T. Bffi®a®i:#B^BSi:<^IS(^)*SB5K 
lacp (i) ©fitSrtmu ^^^v^T^ se>lcffi(Z)5^ 

Bte®B®i:#fi^B^i:<DlS(Z)ffiSWcCp (i) ® 

\z^D\^x^mBnt.^mBmL<on(Jymm.c p 
(i) offi&fi^bm mm\^xmmm-n 

m.<C (i) >S:Be<®Bg<Z)^ia#^itC*fbTtm 

[0 0 5 8] ^h\Z. :X.x>y•3''S8^CfeV^r, T.X'VT' 
S7lCfiVN-CimS*itffi5B6BSS[«)¥*^^S<C (i) > 

i \zm^^f^mmim<c ( i ) > s^*^ 

y775:CRTx-<7.:/W 1 4lC^'t5ilil=fcl-^ 
^'J>* 1 5 5:MV^■CPP^tS. ^^8*^?>, 75^ 



(10) 
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[0 0 5 9] 03{i. 02O-9-:/;i/— 5^>'rfe5^S!fffi 

75MRP8{cs-:JvxT, m^B^izmmj^^itstm 
fm^ i < j c)^^=fe»i:T? i i: J izmLxwrnbrn^ 

SUK® ;^ I RKm^:5\^xmm (0 ^Sim#< 1 ) S 

ii-t^tz.mz^i\,^2^Lxum.Bmwmm<Dm. 
Ufii^^mL^t\AzM-i^^x^mmm(rimm. 

\zmhxm^yMhmit^, ^lx. ;^xyysi4{c 

[0 0 6 0] f^VNT\ 1 SfCfeVxT, 

XI, yi, z\, X2, y2. Z2, x^, yM, zmS: 
fl^tS. ^55^. 7.7-yZfSl4:, S15{Cfe^^TB^fl> 

SfcftT'feS. ®aifl:^®B6<@eg®gig!t^tFA<a«F 

[0 0 6 1] 3P>lc, ::^T-«y:/Sl 7{cfev^T, Si 3 

;^•r«y::/Sl8^cfe^^T, gi57MS24{c 

[0 0 6 2] ±fB^ffi*7*--r>)/ h^CS^r^T^i, S 
1 3 4 {Catt j:e)tc, OTO-i^^iWSns. 

(a) nmB'n(nmmr^Jwmi di^n- 

(b) ^^Bnoimmrxjmmi (3^:^=1- 



18 



(d) gimCif^Offi 

(e) 7.Tv:fs 1 5tcfei-t^«iifbicfet-t€>Sii<b(30 

(f) 7.7-vzfsiAxm.^timm.m(r)\ 



(g) XT«y:/S 1 5T'tf«S*ife«@^b^fflBS<;5e 



[0 0 6 3] $e,{c, ±lB^^^^aJS«®f1^^^cfe^^T 

10 li, S 1 5 2 4 fC5^1- J: fC OTC!>«^;i(^f 

(a) S6<jgB3g®45l!i! 

(b) Eim^mi^^(Diiky<D'f-9 

(b-1) r^ysssB^d (3ji:^=i-K^) 

(b-2)3^#^ 

(b-3) ^jiStlfex. y, zJ^S^t 
[0064] bf- J: e» (C, 

P D B CScJ V ^Tfflraft®ig^^ ^3b^®:^3i^iHmf V ^ 

mmmti>wmm<dii>tLxm^u m(D 
mt?>m sm&m^M^mmt Lxm. l 

giKFoi^lK)^^h{c;5:s J: ^ IzmiFoy^mm 

if<Dm<Dmizmbxu6mBK(Dmm^ 
mmx\ tf£t>%i*)msiiz&\>mmi:tmt&zti}^ 

[0 0 6 5] $P,{C, i61g|e®0j^#^itC*f1-5 
fflBraSt®¥i^<C (i) >i±Mm5mGti:M 

mz-D\^xmm^m^x ukmnz. ^m^jrfm 

[0066] 
[^8] 
Target protein: 

elastase porcine ec 3.4.21.36 
No. of residues: 240 
50 Fragmentation from 1 to 240 





(11) 



7-206894 
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20 



[00 6 7] 



C 1] 

( 1 - 240) 240 elastase porcine ec 3.4.21.36 

( 16 - 226) 226 CHYMCMYPSINOGEN A 

cxxle name: ICHG cor. coef .= 0.415 ( 37.9X) 

+ « + « + « + * + « + * + * 
WGCTIEAQRNSWPSQISLQYRSGSSWAirrCGGTLIRQN^ 



IVN(mVPGSWPWQVSLQDKTG— F-HFCGGSLINEMOTTAM^ 

+ * + * + « + » + * + * + * 

YVGVQKIVVHPYWODVMGYDIAlimOSVTLNSYVQl^ 

, , •.*•• . ••. • ••••*• 

, , •>■•• » ■ *••••• 

-V-F-KNS-K-Y-NSLTINN— DITLLiO^AASFSQTVSAVC^ 

+ « + « + * + * + * + « + * 

UQTLQQAYIPTVDYAICSSSSYWGSTVKNSMVCAG^ 

L-^-QAS-lPIiJSNTNCKK— YWG^ 

+ * + * + * + « + * + * + * 
im:NVTOaTVFTRVSAYISWINNVI^ 



S-TCS-TSTPGVYARVTALVNWVQQTLAAN 



[ 2] 

( 17 - 240) 240 elastase porcine ec 3.4.2L36 

( 10 - 222) 222 TRYPSINOGEN 

code name: ITGN cor. coef .= 0.452 ( 35.7X) 

+ * + * + * + * + * + * + * 
SLQYRSGSSWA-HinmiRQNWVMTAAHCVDRELm 

. a.*... .• •••• • • • 

TVPYQVSLNSGYHFCGGSLINSQWWSAAHCY-KSKJIQVRI^ 

+ « + * + * + * + * + * + » 

DDVAAGYDIALlEUiJSVTOJSYVQLGVIPR^^ 

.... •• . • • 

NTLNN— DIMimSAASIJSRVASISLP-TSCA-SAGmiSGl^ 

+ * + * + « + * + * + « + « 
YAICSSSSYWGSTVKNSPCAG-GNGVRSGCiKDSGGPLHaVNGQYA 



DSSCKSA-Y-PGQITSNMFGAGYIJGGKDSCQGIOT 

+ « + * + * + * + *+,» + * 
TRVSAYISWINNVIASN 

TRVCNYVSWIKQTIASN 



C 3] 

( 1 - 240) 240 elastase porcine ec 3.4.21.36 

( 16 - 245) 245 CHYMOTRYPSINOGEN *A 

code name: 2CGA cor. coef .= 0.502 ( 39.0?) 

+ « + * + * + * + * + * + » 
WGGTEAQRNSWPSQI Sl^YRSGSSWAHTCGGTLIRQNWVMTAAHCVDRELTFRm 



[00 6 8] 



^ ^ mi 0] 



[0069] 



★ ★ mil] 
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22 



[00 70] 
[^12] 

8 

1 

28 
5 5 
84 
13 7 
163 
182 
2 17 

[007 1] 



[0 0 7 2] 



IVNGEEAVPGSWPWQVSLQDKTG-F-HFraSLINENWm 

+ » + * + » + * + * + * + * 
YVGVQKIVVHPYWNTDDVMGYDIAIiiiUQSVTIJ^ 



KllIMVFKNS— KYNSLTINNDITUJO^TMSF^ 

+ * + « + * + * + * + * + * 

QUQflLQQAYUTVDYAICSSSSYWGSITO 

• ••• • •••• •• • • 

• • •••••••••••• •• • • 

NTPDRI^SU'limNCKK— YIOKIKDAMICA^ 

+ « + * + * + « + * + * + * 

SRLGCNVTRKPTVFTRVSAYISWINNVIASN 
* ••••••• * 

SS-TCS-TSTPOTARnALVNWVQQTLAAN 



23 


1 6 


38 


53 


40 


6 6 


81 


66 


9 2 


136 


93 


145 


160 


147 


170 


180 


1 7 1 


18 8 


2 11 


189 


2 1 8 


240 


222 


245 



Protein name: 

elastase porcine ec 3.4,21.36 
Sequence: 

wggteaqm swpsqislqy rsgsswahtc ggtlirqnwv mtaahcvdre 
Itfrwvgeh nlnqnngteq yvgvqkiwh pywntddvaa gydiallrla 
qsvtlnsyvq Igvlpragti lannspcyit gwgltrtngq laqtlqqayl 
ptvdyaicss ssywgstvkn snivcaggngv rsgcqgdsgg plhclvngqy 
avhgvtsfvs rlgcnvtrkp tvftrvsayi swinnviasn 



CYS GLY VAL PRO ALA ILE GLN PRO VAL LEU SER aY LEU SER ARG ILE VAL ASN 
GLY GLU GLU ALA VAL PRO GLY SER TRP PRO TRP GLN VAL SER LEU GLN ASP LYS 
THR GLY PHE HIS PHE CYS GLY aY SER LEU ILE ASN aU ASN TRP VAL VAL THR 
AU ALA HIS CYS GLY VAL THR THR SER ASP VAL VAL VAL ALA GLY GLU PHE ASP 
GLN GLY SER SER SER GLU LYS ILE GLN LYS LEU LYS ILE ALA LYS VAL PHE LYS 
ASN SER LYS TYR ASN SER LEU THR ILE ASN ASN ASP ILE THR LEU LEU LYS LEU 
SER THR ALA AU SER PHE SER GLN THR VAL SER ALA VAL CYS LEU PRO SER ALA 
SER ASP ASP PHE ALA ALA GLY THR THR- CYS VAL THR THR GLY TRP GLY LEU THR 
ARG TYR THR ASN AU ASN THR PRO ASP ARG LEU GLN GLN AU SEE LEU PRO LEU 
LEU SER ASN THR ASN CYS LYS LYS TYR TRP GLY THR LYS ILE LYS ASP AU MET 
ILE CYS AU GLY AU SER GLY VAL SER SER CYS MET GLY ASP SER GLY GLY PRO 
LEU VAL CYS LYS LYS ASN GLY AU TRP THR LEU VAL GLY ILE VAL SER TRP GLY 



(Suplementary information] 
Reference protein: 
CHYMOn^YPSINOGEN *A 
Sequence: 



2CGA 4 



(13) l^mW- 7-206894 

23 24 
SER SER THR CYS SER THR SER THR PRO aY VAL TYR ALA ARG VAL THR ALA LEU 
VAL ASN TRP VAL GLN GLN TBR LEU ALA ALA ASN 
Residue pairs: 

1- 23: 16- 38 I 28- 53: 40- 65 | 55- 81: 66- 92 | 84-136: 93-145 | 
137-160:147-170 | 163-180:171-188 | 182-211: 18&-218 | 217-240:222-245 | 
Random number generation: 2 
Minop has exhausted 300calls of calcfg 
** Initial conformation: F= 0.521134E+07 
** Final conformation: F= 0.323426E+04 
[0073] *10* [^1 5] 

HEADER elastase porcine ec 3.4.21.36 
COMPND 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 

[0074] 

ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 
ATOM 



1 

1 


PA 


VAI 

VAL 


1 


1ft ftRl 


-2 


20 987 


9 


OA 


VAT 


0 
u 




-? ^27 


\^ 641 


o 
o 


PA 


PI V 


q 
o 




1 ^17 


?0 ^8 


A 
*i 


PA 


PI V 


A 


1R R7R 




9^ 9M 

L/O, LAjrt 


c 
0 


PA 
UA 


THP 




1R ftOft 


9 QR7 


2fi 


D 


PA 
UA 


PI Tl 


a 
o 


\L 40Q 






7 


PA 

LfA 


AT A 
ALA 


7 


iu>o/ *± 




^0 ?QS 


Q 
O 


PA 


P.T N 


ft 

o 


17.404 


9.265 


33.926 


q 


PA 

OA 


ARP 


Q 


15.443 


12.444 


34.524 


10 


PA 


noil 


10 

l\i 


17.432 


15.682 


34.242 


11 
11 


PA 


OLii 


w 


20.388 


13.904 


32.727 


12 
itj 


CA 


TRP 


12 


20.195 


15.463 


29.240 


i*j 


CA 


PRO 


13 


19.813 


19.086 


30.382 


14 


CA 


SER 


14 


20.126 


20.787 


26.964 


15 


CA 


GLN 


15 


17.127 


18.902 


25.531 


16 


CA 


ILE 


16 


14.106 


21.076 


24.752 


17 


CA 


SEK 


17 


10.689 


20.574 


23.259 


18 


CA 


LEU 


18 


9.093 


22.827 


20.699 


19 


CA 


GLN 


19 


5.414 


23.298 


20.964 


20 


CA 


TYR 


20 


2.907 


25.510 


19.275 


21 


CA 


ARG 


21 


0.476 


28.157 


20.613 


22 


CA 


SER 


22 


-2.005 


25.426 


21,582 


23 


CA 


GLY 


23 


0.535 


22.932 


22.760 


24 


CA 


SER 


24 


0.467 


21.756 


19.096 


25 


CA 


SER 


25 


2.042 


22.804 


15.793 














26 


CA 


TRP 


26 


3.969 


19.750 


14.634 


27 


CA 


ALA 


27 


2.807 


17.611 


17.585 


28 


CA 


HIS 


28 


4.789 


18.927 


20.563 


29 


CA 


THR 


29 


6.194 


19.127 


17,020 


30 


CA 


CYS 


30 


9.957 


19.301 


17.210 


31 


CA 


GLY 


31 


12.964 


19.010 


19.458 


32 


CA 


GLY 


32 


15.944 


21.369 


20.022 


33 


CA 


THR 


33 


19.182 


21.917 


22.057 


34 


CA 


LEU 


34 


20.207 


24.855 


24.311 


35 


CA 


ILE 


35 


23.569 


26.252 


23.416 


36 


CA 


ARG 


36 


23.218 


28.969 


26.009 


37 


CA 


GLN 


37 


20.595 


30.780 


28.048 
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25 



26 



[007 5] 



[0 0 7 6] 



ATOM 


38 


CA 


ASN 


38 


19.501 


32.806 


24.995 


ATOM 


39 


CA 


TRP 


39 


19.762 


30.486 


22.041 


ATOM 


40 


CA 


VAL 


40 


18.339 


27.129 


20.770 


ATOM 


41 


CA 


MET 


41 


19.501 


25.071 


17.786 


ATOM 


42 


CA 


THR 


42 


16.988 


23.035 


15.819 


ATOM 


43 


CA 


ALA 


43 


16.242 


21.851 


12.273 


ATOM 


44 


CA 


ALA 


44 


15.217 


24.288 


9.484 


ATOM 


45 


CA 


HIS 


45 


12.578 


21.796 


8.167 


ATOM 


46 


CA 


CYS 


46 


10.856 


22.238 


11.555 


ATOM 


47 


CA 


VAL 


47 


9,278 


25.470 


10.248 


ATOM 


48 


CA 


ASP 


48 


9.424 


27.290 


13.625 


ATOM 


49 


CA 


ARC 


49 


7.681 


30.673 


14.011 


ATOM 


50 


CA 


au 


50 


7.681 


33.203 


16,785 












* * 


[^1 7] 




ATOM 


51 


CA 


LEU 


51 


4.274 


31.867 


17.943 


ATOM 


52 


CA 


THR 


52 


5.811 


28.550 


18,988 


ATOM 


53 


CA 


PHE 


53 


7.071 


28.006 


22,591 


ATOM 


54 


CA 


ARG 


54 


8.397 


24.718 


21.106 


ATOM 


55 


CA 


VAL 


55 


10.286 


26.413 


23.928 


ATOM 


56 


CA 


VAL 


56 


9.932 


24.014 


26.848 


ATOM 


57 


CA 


VAL 


57 


12.973 


23.250 


28.996 


ATOM 


58 


CA 


GLY 


58 


13.598 


20.851 


31.890 


ATOM 


59 


CA 


au 


59 


11.025 


18.298 


30,786 


ATOM 


60 


CA 


HIS 


60 


11.118 


14.540 


31,293 


ATOM 


61 


CA 


ASN 


61 


7.653 


13.062 


31,184 


ATOM 


62 


CA 


LEU 


62 


5.258 


14.966 


29.043 


ATOM 


63 


CA 


ASN 


63 


2.358 


13.384 


30.844 


ATOM 


64 


CA 


GLN 


64 


3.344 


15.002 


34.151 


ATOM 


65 


CA 


ASN 


65 


2.043 


18.438 


35.406 


ATOM 


66 


CA 


ASN 


66 


4.203 


18.063 


38.430 


ATOM 


67 


CA 


GLY 


67 


7.441 


18.996 


36.718 


ATOM 


68 


CA 


TBR 


68 


9.139 


22.298 


37.292 


ATOM 


69 


CA 


GLU 


69 


9.719 


23.150 


33.610 


ATOM 


70 


CA 


GLN 


70 


10.445 


26.522 


31,865 


ATOM 


71 


CA 


TYR 


71 


8.236 


27.651 


29,000 


ATOM 


72 


CA 


VAL 


72 


10.232 


30.118 


26,973 


ATOM 


73 


CA 


aY 


73 


9.090 


32.602 


24,329 


ATOM 


74 


CA 


VAL 


74 


10.871 


33.193 


21,048 


ATOM 


75 


CA 


GLN 


75 


12.145 


36.637 


19,897 












5«40J« [^1 8] 




ATOM 


78 


CA 


LYS 


76 


13.419 


35.909 


16,359 


ATOM 


T7 


CA 


ILE 


77 


13.963 


32.885 


14,160 


ATOM 


78 


CA 


VAL 


78 


17.058 


32.573 


11,944 


ATOM 


79 


CA 


VAL 


79 


. 16.921 


29.883 


9.269 


ATOM 


80 


CA 


HIS 


80 


20.294 


29.135 


7.395 


ATOM 


81 


CA 


PRO 


81 


19.837 


30.674 


3.980 


ATOM 


82 


CA 


TYR 


82 


16.953 


28.351 


4,957 


ATOM 


83 


CA 


m> 


83 


20.573 


27.735 


5.984 


ATOM 




CA 


ASN 


84 


21.686 


27.864 


2,292 


ATOM 


85 


CA 


THR 


85 


18.733 


25.451 


3.256 




(15) 

27 



ATOM 


86 


CA 


ASP 


86 


17.599 


23.567 


0.387 


ATOM 


87 


CA 


ASP 


87 


14.123 


22.580 


0.848 


ATOM 


88 


CA 


VAL 


88 


14.430 


20.145 


-2.002 


ATOM 


89 


CA 


ALA 


89 


17.363 


18.113 


-0.848 


ATOM 


90 


CA 


AU 


80 


16.890 


18.918 


2.901 


ATOM 


91 


CA 


GLY 


91 


20.567 


19.922 


2.948 


ATOM 


92 


CA 


TYR 


92 


21.984 


22.543 


5.411 


ATOM 


93 


CA 


ASP 


93 


19.056 


21.731 


7.820 


ATOM 


94 


CA 


ILE 


94 


19.470 


24.142 


10.697 


ATOM 


95 


CA 


ALA 


95 


17.722 


27.016 


12.452 


ATOM 


96 


CA 


LEU 


96 


18.585 


29.300 


15.403 


ATOM 


97 


'cA 


LEU 


97 


16.026 


30.577 


17.739 


ATOM 


98 


CA 


AKG 


98 


16.756 


33.629 


19.888 


ATOM 


99 


CA 


LEU 


99 


14.620 


33.510 


23.091 


ATOM 


100 


CA 


AU 


100 


12.579 


36.612 


24.198 
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[^19] 




ATd 


101 


CA 


GLN 


101 


12.921 


35.234 


27.696 


ATOM 


102 


CA 


SER 


102 


16.256 


33.781 


28.839 


ATOM 


103 


CA 


VAL 


103 


16.598 


30.229 


30.219 


ATOM 


104 


CA 


THR 


104 


17.429 


29.900 


33.841 


ATOM 


105 


CA 


LEU 


105 


20.290 


27.410 


34.114 


ATOM 


106 


CA 


ASN 


106 


19.975 


24.821 


36.900 


ATOM 


107 


CA 


SER 


107 


20.655 


21.250 


37.796 


ATOM 


108 


CA 


TYR 


108 


18.309 


20.142 


35.019 


ATOM 


109 


CA 


VAL 


109 


18.669 


22.991 


32.486 


ATOM 


110 


CA 


GLN 


110 


22.024 


23.750 


30.864 


ATOM 


111 


CA 


LEU 


111 


23.957 


23.834 


27.556 


ATOM 


112 


CA 


ay 


112 


25.474 


21.338 


25.072 


ATOM 


113 


CA 


VAL 


113 


28.934 


22.164 


23.644 


ATOM 


114 


CA 


LEU 


114 


29.414 


23.002 


19.950 


ATOM 


115 


CA 


PRO 


115 


32.334 


21.340 


17.893 


ATOM 


116 


CA 


ARC 


116 


35.074 


23.456 


16.017 


ATOM 


117 


CA 


ALA 


117 


34.676 


23.489 


12.202 


ATOM 


118 


CA 


GLY 


118 


37.846 


21.310 


12.129 


ATOM 


119 


CA 


THR 


119 


38.637 


18.684 


14.544 


ATOM 


120 


CA 


ILE 


120 


36.853 


15.237 


13.204 


ATOM 


121 


CA 


LEU 


121 


34.484 


12.657 


14.608 


ATOM 


122 


CA 


ALA 


122 


35.483 


9.192 


13.197 


ATOM 


123 


CA 


ASN 


123 


33.124 


6.458 


11.904 


ATOM 


124 


CA 


ASN 


124 


32.277 


3.845 


14.454 


ATOM 


125 


CA 


SER 


125 


32.462 


6.308 


17.289 












5« ^ m20] 




ATOM 


126 


CA 


PRO 


126 


29.443 


5.603 


19.607 


ATOM 


127 


CA 


CYS 


127 


27.161 


8.681 


20.144 


ATOM 


128 


CA 


TYR 


128 


23.801 


9.364 


21.797 


ATOM 


129 


CA 


ILE 


129 


20.457 


10.524 


20.417 


ATOM 


130 


CA 


THR 


130 


17.632 


11.463 


22.732 


ATOM 


131 


CA 


GLY 


131 


13.996 


12.472 


22.429 


ATOM 


132 


CA 


TRP 


132 


10.244 


11.899 


22.536 


ATOM 


133 


CA 


aY 


133 


10.010 


10.720 


18.922 



7-206894 

28 




29 

ATOM 134 CA LEU 134 

ATOM 135 CA THR 135 

ATOM 136 CA ARC 136 

ATOM 137 CA THR 137 

ATOM 138 CA ASN 138 

ATOM 139 CA GLY 139 

ATOM 140 CA GLN 140 

ATOM 141 CA LEU 141 

ATOM 142 CA ALA 142 

ATOM 143 CA GLN 143 

ATOM 144 CA THR 144 

ATOM 145 CA LEU 145 

ATOM 146 CA GLN 146 

ATOM 147 CA GLN 147 

ATOM 148 CA ALA 148 

ATOM 149 CA TYR 149 

ATOM 150 CA LEU 150 

[0079] 

ATOM 151 CA PRO 151 

ATOM 152 CA 'nffi 152 

ATOM 153 CA VAL 153 

ATOM 154 CA ASP 154 

ATOM 155 CA TYR 155 

ATOM 156 CA AU 156 

ATOM 157 CA ILE 157 

ATOM 158 CA CYS 158 

ATOM 159 CA SER 159 

ATOM 160 CA SER 160 

ATOM 161 CA SER 161 

ATOM 162 CA SER 162 

ATOM 163 CA TYR 163 

ATOM 164 CA TRP 164 

ATOM 165 CA GLY 165 

ATOM 166 CA SER 166 

ATOM 167 CA THR 167 

ATOM 168 CA VAL 168 

ATOM 169 CA LYS 169 

ATOM 170 CA ASN 170 

ATOM 171 CA SER 171 

ATOM 172 CA MET 172 

ATOM 173 CA VAL 173 

ATOM 174 CA CYS 174 

ATOM 175 CA ALA 175 

[0080] 

ATOM 176 CA GLY 176 

ATOM 177 CA aY 177 

ATOM 178 CA ASN 178 

ATOM 179 CA GLY 179 

ATOM 180 CA VAL 180 

ATOM 181 CA ARG 181 
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30 

8.160 7.549 19.898 

5.145 9.670 20.637 

4.723 10,340 16.882 

-0,358 8.075 17.391 

-2.041 4.683 17.584 

0.642 3.241 19.679 

0.073 6.394 21.641 

3.334 5.402 23.381 

5.564 6.033 26.461 

5.945 9.802 26.947 

9.266 9.810 28.849 

12,605 10.935 27.345 

14.358 7.949 25.590 

18.018 7.543 24.736 

19.880 5.281 22.299 

23.601 4.723 21.595 

24.381 4.597 17.895 

* * [^2 1] 

27.725 4.413 15.936 

28.655 7.144 13.428 

28.940 6.048 9.799 

31.047 7.478 6.999 

28.950 9.044 4.203 

30.379 6.460 1.703 

28,888 3.802 3.705 

25.671 5.686 4.243 

25.080 5.897 0.451 

24.542 2.092 0.480 

23.473 1.851 4.162 

20.506 3,770 5.660 

21.189 2.940 2.015 

20.008 6.191 0.847 

22.043 6.686 -2.295 

22.599 10.145 -3.735 

20.332 11.720 -1.147 

23.467 11.834 1.098 

25.090 15.334 0.833 

28.351 16.462 2.426 

26.602 18.580 5.035 

24.920 15.473 6.321 

26.021 12.759 8.769 

24.491 9.298 9.375 

24.378 7.183 12.460 

22.974 3.824 13.593 

21.787 0.767 11.650 

23.430 -1.515 14.182 

20.439 -3.047 15.884 

18.859 -0.111 17.378 

19.056 3.286 18.939 
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31 



32 



ATOM 


182 


CA 


SER 


182 


16.589 


2.327 


16.140 


ATOM 


183 


CA 


GLY 


183 


16.885 


6.146 


15.520 


ATOM 


184 


CA 


CYS 


184 


13.181 


7.048 


15,645 


ATOM 


185 


CA 


GLN 


185 


13.352 


8.263 


19.312 


ATOM 


186 


CA 


GLY 


186 


15.002 


11.524 


18 037 


ATOM 


187 


CA 


ASP 


187 


12.469 


14 253 


17 44Q 


ATOM 


188 


CA 


SER 


188 


13.025 






ATOM 


189 


CA 


GLY 


189 


15 5B5 


IR Q7Q 

XO. Kit 9 


10. /SOI 


ATOM 


190 


CA 


GLY 


190 


16.815 


17 nc^i 


io.ooo 


ATOM 


191 


CA 


PRO 


191 


20,443 


IR 94Q 

iu • LiHlO 


in ooo 


ATOM 


192 


CA 


LEU 


192 


23 OAS 


1^ 794 


10* oca 


ATOM 


193 


CA 


HIS 


193 


25 7Q1 






ATOM 


194 


CA 


CYS 


194 




19 Rcy; 


91 1 QC 

Zi. lob 


ATOM 


195 


CA 


LEU 


195 


31.753 


13.081 


23.894 


ATOM 


196 


CA 


VAL 


196 


34.846 


15.124 


23.079 


ATOM 


197 


CA 


ASN 


197 


37.452 


15.597 


25.869 


ATOM 


198 


CA 


aY 


198 


34.806 


14.392 


28.396 


ATOM 


199 


CA 


GLN 


im 


32.250 


16.930 


27.291 


ATOM 


200 


CA 


TYR 


200 


29.016 


16.171 


25.402 



ATOM 


201 


CA 


ALA 


201 


29.237 


17.882 


22.017 


ATOM 


202 


CA 


VAL 


202 


26.477 


18.407 


19.386 


ATOM 


203 


CA 


HIS 


203 


27.599 


16.495 


16.297 


ATOM 


204 


CA 


GLY 


204 


24.149 


15.989 


14.545 


ATOM 


205 


CA 


VAL 


205 


20.649 


17.525 


14.312 


ATOM 


206 


CA 


THR 


206 


17.833 


14.988 


13.502 


ATOM 


207 


CA 


SER 


207 


17.004 


15.670 


9.868 


ATOM 


208 


CA 


PHE 


208 


15.361 


12.670 


8.212 


ATOM 


209 


CA 


VAL 


209 


15.198 


8.921 


7.541 


ATOM 


210 


CA 


SER 


210 


12.840 


6,012 


7.980 


ATOM 


211 


CA 


ARG 


211 


9,065 


6,721 


8.446 


ATOM 


212 


CA 


LEU 


212 


9.207 


10.363 


9.487 


ATOM 


213 


CA 


GLY 


213 


10.513 


8.176 


12.286 


ATOM 


214 


CA 


CYS 


214 


14.299 


8.540 


12.751 


ATOM 


215 


CA 


ASN 


215 


14.022 


5.057 


14.226 


ATOM 


216 


CA 


VAL 


216 


16.089 


2,589 


12.218 


ATOM 


217 


CA 


THR 


217 


16.970 


-0.988 


13.315 


ATOM 


218 


CA 


ARG 


218 


18.852 


-1.719 


10.187 


ATOM 


219 


CA 


LYS 


219 


18.625 


1.675 


8.439 


ATOM 


220 


CA 


PRO 


220 


20.773 


4.709 


9.586 


ATOM 


221 


CA 


THR 


221 


19.186 


7.973 


10.532 


ATOM 


222 


CA 


VAL 


222 


20.240 


11,136 


8.710 


ATOM 


223 


CA 


PHE 


223 


21.377 


14.250 


10.543 


ATOM 


224 


CA 


THR 


224 


22.588 


17.709 


9.840 


ATOM 


225 


CA 


ARG 


225 


26.434 


17.861 


10.202 



ATOM 226 CA VAL 226 26.987 20.558 12.851 

ATOM 227 CA SER 227 30.732 20.894 12.035 

ATOM 228 CA AU 228 29.767 22.035 8.475 

ATOM 229 CA HR 229 27.315 24.546 9.917 



[008 1] 



*20* [^2 3] 



[0082] 



8? « [^2 4] 





(18) 
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33 



34 



ATOM 


230 


CA 


ILE 


230 


29.176 


25.852 


12.929 


ATOM 


231 


CA 


SER 


231 


30.676 


28.924 


11.237 


ATOM 


232 


CA 


TRP 


232 


27.267 


30.374 


10.371 


ATOM 


233 


CA 


ILE 


233 


26.138 


29.758 


14.035 


ATOM 


234 


CA 


ASN 


234 


29.038 


31.790 


15.523 


ATOM 


235 


CA 


ASN 


235 


28.410 


34.403 


12.987 


ATOM 


236 


CA 


VAL 


236 


24.670 


34.745 


13.693 


ATOM 


237 


CA 


ILE 


237 


25.176 


34.793 


17.433 


ATOM 


238 


CA 


ALA 


238 


28.014 


37.384 


17.237 


ATOM 


239 


CA 


SER 


239 


25.674 


39.775 


15.407 


ATOM 


240 


CA 


ASN 


240 


22.208 


39.280 


16.899 


END 
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[0084] 



[03] m2m-:f)i-^yx'$>?>^mmm9mm. 



(19) 
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II] 



[02] 



.20 



MPU 



RAM 





(20) 
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[03] 



[04] 



s6 C ^mm ^ 



S11 



S12 1 w&.m^mxijti 




S13 



S14 



S15 



S16 



I 



mm 




t 23 2a j. 53 55 81 64 




(0) 



[06] 




(b) 
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[05] 



BmiBU X 


1-5 




1-9 


h-2 


(-1 




ri-t 


1+2 


*+3 


1+4 


1+5 


#H^K Y ' 


J-5 




M 


J-2 


>-1 


1 


H-1 


1+2 




i+* 


i+5 




